Gut Health Test results are delivered in your private
Healthpath dashboard
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Example

Lab Report

External ID
me Demo  Date of Birth 26.04.1979 Order ID
First Name Demo  Sex Male Order Date 22.05.2019
Sampling Date 14.05.2019 12:45  Validation Date Findings Status Final Report
Sample Material FE Validation on 04062019 Findings Date 04.06.2019
Test Result Unit  Standard Range Previous Resiilt |
Microbiome Healthpath Maxi
Moleculargenetic Microblomeanalysis MAXI
Stool Properties
Colour lightbrown vy
Consistency mushy v
pH 6,0 58-65 .3
[ Blodiverstty
Diversity 622 >50 nvesta

The bacterial diversity in the intestinal tract may vary considerably
from person to person. Antibiotic therapies, infections, increasing age,
unbalanced diets or smoking are causes of deciining diversity.

Grad

Bacteria Phyla (Distribution)
Actinobacteria 25 % 10-5 ]
Bacteroideles 302 % s0-co — |
Firmicutes 454 % 30-60
Fusobacteria 00 % 00-10
Proteobacteria 95 % 15-50 [
Verrucomicrobia 01 % 1s-5 [] st
Other 121 % i | w
[Fato \
Firmicutes/Bacteroidetes 151 Quotient <15 et
[Enterotype ]
Prevotella L
Human intestinal an be into three Er
Gnterotypes are dained by dominant bacterial cuslers wih distinct metabolc Enterotyp
[ Dysblosts index

* cooperate analytcs (R), A) accredited, NA) not accredited
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Name Demo Date of Birth 26.04.1979  Order ID
First Name Demo  Sex Male  Order Date 22.05.2019
Test Result Unit  Standard Range Previous Resilt |
The dysbiosis index represents a measure of deviations within the microbiome. o
Depending on their relevance, all detected phyla, genera and species are
considered.
Index
[ Bacteria Phyia - most important genera and species ]
[
Bifidobacteria 1,2 10%8 CFUIg facces >50x 100 ) L‘
Bifidobacterium adolescentis 67 % ;
Equol producing bacteria 2,5 1010 CFUJg faeces >50x10%9 o
Adlercreutzia spp. ™ o
Eggerthella lenta ™ )
Slackia. spp. - . T
Bacteroides 3,4 x10M0 CFUIg faeces >15x 10011 B
Bacteroides uniformis. 9 % ,’ "
Bacteroides ovatus 5 % » 3
Prevotella 1,6 x 1011 CFUIg faeces >1,0x10M0. N e
[ Firmicutes ‘
[Butyrt producing beclerla ]
Faecalibacterium prausnitzii 6,5x 1010 CFUJg faeces >50x10M0 o
Eubacterium rectale 14,0109 CFUg facces >10x10M0 o
Eubacterium halli 8,0 10°9 CFUIg facces >50x10% .
Roseburia spp. 8,7 X 10°8 CFUJg facces >20x10M0 .
Ruminococous spp. 3,2 x 1010 CFUfg faeces >30x10M0 o
Coprococcus. 1,3 10M0Q CFUIg faeces >2,0x 1040 o
Butyrivibrio spp. 8,7 x 109 CFUIg faeces >50x 100 . n
Cl. butyricum 1,6 x 100 CFU/g faeces >1,0x10"0 ;
Total bacterial count 1,3X10M1 CFUJg faeces >13x10M1 o
[ Clostridia -
Clostridia total bacterial count 3,1 x 109 CFUJg faeces <40x10% o
Clostridia cluster | 3,7 x 10°8 CFUIg faeces <20x10% o
Clostridium histolyticum 3,7 x 10%8 CFUJg faeces <20x10% . ~
Clostridium perfringens < 1,0 x 106 CFUIg faeces <10x10% N
Clostridium sporogenes <1,0 % 1076 CFUIg facces <10x10% ~
(o ]
Christensenellaceae 6,1 x 109 CFU/g faeces >1,0x 109 .
Dilister invisus < 1,0 x 10%6 CFUIg faeces <40x10M0 o
[ Fusobacieria ]
Fusobacterium spp. < 1,0 x 106 CFU/g faeces <1,0x 107 . -
[ Vemucomicrobla |
/Akkermansia muciniphila < 1,0 X 10%6 CFU/g faeces >5,0x 109 “‘
[ Protecbacteria ]
[ Pathogenic or patentially pathogenic becteria |
Haemophilus 4,1x 10%7 CFUIg faeces <10x10%9 o
* cooparate analyics (R),A) accredied, NA) not accredted
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Name Demo Date of Birth 26041970 Order ID
First Name Demo  Sex Male  Order Date 22.05.2019
Test Result Unit  Standerd Range Previous Resiit
Acinetobacter <1,0 10 CFUIg fasces <10x10% o
Escherichia < 1,0 x 10% CFUIg fasces <10x10% o
Proteus species. <1,0 x 10%4 CFUIg faeces <10x10M P
Klebsiella species < 1,0 x 104 CFUIg faeces <10x10% o
Enterobacter species < 1,0 x 10%4 CFUIg fasces <1.0x10% e
Serratia species < 1,0 x 10%4 CFUIg faeces <1,0x 10 . " N
Hafnia species < 1,0 x 10%4 CFU/g faeces <1,0x10% . "7
Morganella spp. < 1,0 x 10%4 CFUI/g faeces <1,0x10 . ‘:
[ Hista
Histamine producing bacteria <1,0 X 104 CFUIg fasces <50x10% 1 o :
[ 2 producton — ]
Sulphate reducing bacteria 7,0x 10°9 CFUJg faeces <20x10% o
Desulfovibrio piger < 1,0 x 106 CFUIg faeces <1,0x10%
Desulfomonas pigra <1,0 x 104 CFUIg facces <10x10%
Bilophila wadsworthii < 1,0 x 10%6 CFUI/g faeces <2,0x10%9
[ Oxaate degrading bacteria
Oxalobacter formigenes 1,1 x 1019 CFUIg faeces >1,0x 108 o
[t |
Methanobrevibacter 8,4 10% CFUIg faeces <10x10%8 e
[ immunogenicity / Mucus production ]
[ nckera J
Escherichia coli 1,0 10%5 CFUIg faeces 10%6- 107 e
Enterococcus species <1,0 X 10% CFU/g faeces 106 - 107 .
Lactobacillus species <1,0x 107 CFUI/g faeces 10%5 - 10°7. . “—
[ Mucin production / Mucosa barrier - |
Akkermansia muciniphila <1,0x 10 CFUJg facces >50x10% -
Faecalibacterium praus 6,5x 10M0 CFUIg faeces >50x10M0
[ Yeasts / Molds ]
Candida albicans < 1,0 x 103 CFU/g faeces <1,0x 103 -
Candida species <1,0 X 1043 CFUIg fasces <10x103
Geotrichum candidum <1,0x 10%3 CFUIg faces <10x103
Moulds negative negative .
= o
[ Pathablonts |
Blastocystis hominis positive negative o
Dientamoeba fragilis negative negative ,
[ Pathogenic intestinal protozoa
Giardia lamblia negative negative 1 .
Entamoeba histolytica negative negative 1 mm .
Cryptosporidium spp. negative negative 1 . o
Cyclospora cayetanensis negative 1 . .
[Colon Ca early detection -
Calprotectin <179 mgil <50 1 -
Hemoglobin in feces immunologically <10 valg <10 1 p

[ Special Request

* cooperale analycs (R), A) accredied, NA) not accrediied
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Healthpath's Gut Health Tests
BIOMARKERS

Healthpath's Essential, Advanced and Ultimate Gut Health Tests show you what's going on in your gut.
By looking at imbalances in bacteria, yeasts, parasites and other intestinal health biomarkers, you find out
what’s contributing to your symptoms. You also receive targeted diet, supplement and lifestyle
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recommendations to help you take back control.

The biomarkers provide clinical information on three key areas:

1 | Digestion/Absorption

° pH
- Pancreatic elastase
- Zonulin

2 | Immune activity/Inflammation

- Calprotectin

« Haemoglobin

- Secretory IgA

« H. Pylori

« Archaea/methanogens

« E. Coli, Lactobacillus species, Enterococcus species

- Akkermansia muciniphila, Faecalibacterium prausnitzii

3 | Gut Microbiome/Mycobiome

+ Microbiome diversity

« Enterotype

« Dysbiosis index

« Actinobacteria

- Bacteroidetes

« Firmicutes

« Proteobacteria

« Fusobacteria
«Verrucomicrobia

« Hydrogen-sulphide production
+ Oxalate-degrading bacteria
« Yeasts/moulds

- Parasites

« Helminths

This new method of analysis allows for a single sample. This makes the process easier for everyone,
8 andit's particularly helpful for children and those struggling with diarrhoea or constipation.

www.healthpath.com
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Stool properties

Colour

Consistency

pH

Biodiversity

Diversity

Dysbiosis index

Bacterial distribution

Actinobacteria

Bacteroidetes

Firmicutes

Fusobacteria

Proteobacteria

Verrucomicrobia

Other

Firmicutes/
Bacteroidetes Ratio

Enterotype

1,20r3

Actinobacteria

Bifidobacteria
Equol-producing bacteria

Adlercreutzia species

Eggerthella lenta

Slackia species

Bacteroidetes

Bacteroides
Prevotella

Prevotella copri

Firmicutes

Butyrate-producing bacteria

Faecalibacterium prausnitzii
Eubacterium rectale

Eubacterium hallii
Roseburia species
Ruminococcus species
Coprococcus
Butyrivibrio species
Cl. butyricum

Total bacterial count

Clostridia

Clostridia total bacterial
count

Clostridia cluster 1

Clostridia histolytium

Clostridium perfringens

Clostridium sporenges

Other

Christensenellaceae

Dialister invisus
Fusobacteria
Fusobacterium species

Verrucomicrobia

Akkermansia muciniphila

www.healthpath.com

Essential
Gut

Health
Test

vé

N

SIS N IS N SN NS

<\

N

NN

SINISNINININ SN

SININ SN

Advanced
Gut
Health
Test

<

SS

< SIS SIS SS

NIANIENENIEN

<\

<SS

NERYA YR YN YA YA YN AN YA YA VAN YA NANANAN

<

Proteobacteria

Potentially pathogenic bacteria

Haemophilus
Acinetobacter
Escherichia coli biovare

Proteus species

Proteus mirabilis

Klebsiella species
Klebsiella pneumoniae

Enterobacter species
Serratia species
Hafnia species

Morganella species

Campylobacter species
Providencia species
Citrobacter species

Pseudomonas species

Histamine-producing bacteria

H2S production

Sulphate-reducing bacteria
Desulfovibrio piger
Desulfomonas pigra

Bilophila wadsworthii

Oxalate-degrading bacteria

Oxalobacter formigenes

Archaea

Methanobrevibacter

Immunogenically
effective bacteria

Escherichia coli
Enterococcus species

Lactobacillus species

Mucin production/
mucosal barrier

Akkermansia
muciniphila

Faecalibacterium
prausnitzii

Yeasts/moulds

Candida albicans
Candida species
Geotrichum candidum

Moulds

Parasites

Pathobionts

Blastocystis hominis
Dientamoeba fragilis

Helicobacter AG

Pathogenic intestinal protozoa

Giardia lamblia
Entamoeba histolytica
Cryptosporidium species

Cyclospora cayetanensis

. Iti
Helminths % Vltimate

Taenia species

Taenia solium

Taenia saginata

Ascaris species
Enterobius vermicularis
Ancylostoma species
Ancylostoma duodenale
Hymenolepsis species
Hymenolepsis nana
Hymenolepsis diminuta
Trichuris trichiura
Necator americanus
Strongyloides species
Strongyloides stercoralis
Microsporidia
Enterocytozoon species

Encephalitozoon species

Functional markers

Calprotectin

Haemoglobin in faeces
immunologically

Secretory IgA
Pancreatic elastase

Zonulin

Gut Health Test
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